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SEQUENCE LISTING 

<110> Wadhwa, Renu 
Kaul, Sunil C. 
Reddel, Roger R. 

<120> PROTEIN AND GENE INVOLVED IN MYOCYTE 
DIFFERENTIATION 

<130> 06501-066001 

<140> US 09/684,579 
<141> 2000-10-06 

<150> PCT/JP99/01913 
<151> 1999-04-09 

<150> JAPAN 10/115975 
<151> 1998-04-10 

<160> 17 

<170> FastSEQ for Windows Version 4.0 

<210> 1 
<211> 149 
<212> PRT 

<213> Mus musculus 
<400> 1 

Met Lys Gly Leu Ala Gly Glu Trp His Gin Asp Ser Gly Leu Asp lie 

15 10 15 

Arg Glu Lys Ala Glu Asp Phe Ser Leu Pro Trp Leu Leu Pro Arg Leu 

20 25 30 

Met Ala Leu Val Met Gin Glu Glu Gly Arg Phe Arg Ser Asp Arg Asn 

35 40 45 

His Gly Tyr Leu Arg Glu Trp Leu Arg He Gin Ala Leu Thr Ala Cys 

50 55 60 

Leu Pro Ser Pro Leu Gly Arg Val His Tyr Ala Gin Cys Ser Pro Lys 
65 70 75 80 

Gin Lys Gly Arg Leu Pro Arg Gly Trp Ala Ser Leu Pro Ser Leu Ser 

85 90 95 

Val Leu Val Arg Ala Leu Arg Ala Ser Asn Ala Phe Ser Leu Gly Asn 

100 105 110 

Tyr Tyr Cys Cys Pro Trp Arg Gly Thr Arg Trp Ala Lys Gly Gin Pro 

115 120 125 

Gly Glu Trp Ala Arg Pro Arg Ala Ser Ser Pro Ser Ala His Arg Glu 

130 135 140 

Gly Val Ala Val Thr 
145 

<210> 2 

<211> 2679 

<212> DNA 

<213> Mus musculus 



2 



(§) 



<220> 
<221> CDS 

<222> (294) . . . (740) 
<400> 2 

gcaggtctga gttcaaggac agcctggtct acgcattgag ttctagaaca gccaaggcta 60 
cacaaagaat ccctgtctta aaaaacaaaa acaaataaaa aacaaacaaa caaaaaacaa 120 
aacaaaacaa aaacaacaaa aagaccaatg ggggaaaaaa gaaagaaaaa acaagaaaag 180 
aaaaaagaat agcttccctg ttctctgcag ggtagtttta gtaatgaatg ctcaaagctc 240 
cacagtctat ggcacccaag tggtattctt atattgtttg caactaacta tec atg 296 

Met 
1 

aaa ggc ctg get ggc gag tgg cat cag gac tct ggc eta gac ate agg 344 
Lys Gly Leu Ala Gly Glu Trp His Gin Asp Ser Gly Leu Asp lie Arg 

5 10 15 . 

gag aag gca gaa gac ttc tec ctg ccc tgg ctg ctg cct aga ttg atg 392 
Glu Lys Ala Glu Asp Phe Ser Leu Pro Trp Leu Leu Pro Arg Leu Met 
20 t 25 30 

gec tta gtc atg cag gaa gaa gga agg ttc aga agt gac agg aat cat 440 
Ala Leu Val Met Gin Glu Glu Gly Arg Phe Arg Ser Asp Arg Asn His . 
. 35 40 45 

ggg tat tta agg gaa tgg ctt agg att cag gca ctg aca get tgt ctg 488 
Gly Tyr Leu Arg Glu Trp Leu Arg He Gin Ala Leu Thr Ala Cys Leu 
50 55 60 65 

cct tec cct ctg ggg agg gtc cac tat gee cag tgt tea ccg aaa caa 536 
Pro Ser Pro Leu Gly Arg Val His Tyr Ala Gin Cys Ser Pro Lys Gin 
70 75 80 

aaa gga agg ctg cca aga ggc tgg get tct ctg cca tec eta agt gtg 584 
Lys Gly Arg Leu Pro Arg Gly Trp Ala Ser Leu Pro Ser Leu Ser Val 
85 90 95 

ctt gtc agg get ctg aga gcg .tct aac get ttc tea etc ggg aac tac 632 
Leu Val Arg Ala Leu Arg Ala Ser Asn Ala Phe Ser Leu Gly Asn Tyr 
100 105 110 

tac tgc tgt ccg tgg agg ggg aca aga tgg gee aaa ggg cag ccg gga 680 
Tyr Cys Cys Pro Trp Arg Gly Thr Arg Trp Ala Lys Gly Gin Pro Gly 
115 120 125 

gag tgg gca agg cca agg gcg age tea cct tct gcg cac cga gaa ggc 728 
Glu Trp Ala Arg Pro Arg Ala Ser Ser Pro Ser Ala His Arg Glu Gly 
130 135 140 145 

gtg gca gtg aca tgaaacatta ggtcacatgg ccttcccctc cggccttagc 780 
Val Ala Val Thr 



gtgcctacac atetgeacag agaaggagaa gaggttgagg agagaataga gcagtacaga 840 

gccaactcaa acagcagcag cagacagaga gcacgagaca gaaggtgagg gegcaggagg 900 

agaggagegg gecagaaggg acagtgagca gacagggaaa tgagcaaggg aggcaggggt 960 

gggggcagaa cctcccatca tgcacttccg acaggtcact cagaggtcac gaggaacatg 102 0 



<§ 3 # 



tggcaggcct agggaccaaa gccatgaagg tttctgtggt cacagccatg tgctgcttct 1080 

gggagggaca tctgctgccc tagttaagca tggtagtgag tgacaacttt gggttttcca 114 0 

atgcccacag caggaaccgg acctggcttt ataccctctg cctcccagag cattctgggc 1200 

cagggtacca gaaggggcct cactgccgct tatatcctct cccctcctcc cacaggccat 1260 

gctgtctaag aacacagtgg acagtggcca catggggatc ccaagcagga cagggctcaa 1320 

ggctggagac agacttgtta aatcgtgcct gagggggaag gtatatgaca cctttgcaaa 1380 

ctgggtaagt gaagagagga agtgtacgac agcccaacgg aagcccccct cccccccagt 1440 

actgtgaagc ctgtcaatcc cacaggggtg ggacttcggc ttacggtctc ctgcaaccag 1500 

gacctttcac acaccccacc cttctgcctg ggtcatgtag ctgatcccag aggactagca 1560 

ctttatgttt tcagtactga tggatggtaa gagacagcag aattgctgag ttatggagga 1620 

ggcaaacaag acctcttcag aaacacagct aactacccac aagaccagaa ccaggctgtc 1680 
cagacccctg cactggaaca tggagggatg gaacggtcag ggaggggggc aggagcatgg . 1740 

ctaggatctg gcatgaggtg tgctgggcat agaaggagta ggggccccag gtaggttctg 1800 

ggctcagaga aggcatgata gaagctagac acataagtca taatggcttt ctcatctggc 1860 

cgggcagttt cgacgatgct tcagcatcca gcattttagg gatgtccagg gaacctctct 1920 

gccacatcat agccgtgttc agttgtgagt aaggatcatc ctaaagagaa gcaccaagtg 1980 

agcctacaga gaggacacag gtcacagtcg attcggagat gggaggtgtg tgtgtgtgtg 2040 

tgtgtgtgtg tgtgtgtgtg tgtgtgtgta ccagcccttc tcaggttcta ggtaagaaag 2100 

ggtgacttca aggccttttt taggggtcac tagttagagg tttgaaacat tctcttcccc 2160 

catcactctt cagtatggaa atgggggaag agaatacata ggcctgatgt tagagttgga 2220 

gtaggaaaga actaagaagt ggggttgaga gccatcagtt ctggcaggag acatgggtaa. 2280 

atcgactcag acttagtccc cccccccccc cccctgtctg aactcaatag ttgggatagg 2340 

tgctcttaac tcataaagat tagtgagaag ttgaagctga cccaccatgg attcccatgt 2400 

gttgggttat tctaagtagc catggctttt ttagtggcct ctgtgatctt ttctcgaaag 2460 

ctaaatgggg agagctggca aaggatgttg gggactctgg gatccttgca tcccggagtg 2520 

tacttcaaac atggaggtaa tgtaaaatgg agttaggtgc ctcctcagcc cagcaggcca 2580 

cactgctcag tcagtctcat aagatggtgc ggctgctgtg gagggcggca tggagggtcc 2640 

ccaaaaagtt atactcctgc ataaggccca gggattatt 2679 

<210> 3 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for PCR 
<400> 3 

tgtcactgcc acgccttctc ggtgcgcag 29 

<210> 4 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for PCR 
<400> 4 

tcccggctgc cctttggccc atcttgtccc 30 

<210> 5 
<211> 30 
<212> DNA 

<213> Artificial Sequence 



<220> 



<223> primer for PCR 



<400> 5 

tgagaaagcg ttagacgctc tcagagccct 

<210> 6 
<211> 4 
<212> PRT 

<213> Mus musculus 
<400> 6 

Ser Gly Leu Asp 
1 

<210> 7 

<211> 6 

<212> PRT 

<213> Mus musculus 

<400> 7 

Gly Asn Tyr Tyr Cys Cys 
1 5 

<210> 8 

<211> 6 

<212> PRT 

<213> Mus musculus 

<400> 8 

Gly Thr Arg Trp Ala Lys 
1 5 

<210> 9 
<211> 27 
<212> DNA - 

<213> Artificial Sequence 
<220> 

<223> primer for PCR 
<400> 9 

gaarrcatga aaggcctggc tggcgag 

<210> 10 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for PCR. 
<400> 10 

gaattctcat gtcactgcca cgccttctcg 

<210> 11 
<211> 27 
<212> DNA 



<213> Artificial Sequence 
<220> 

<223> primer for PCR 
<400> 11 

ggatccaaga aaggcctggc tggcgag 

<210> 12 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for PCR 
<400> 12 

aagctttcat gtcactgcca cgccttc 

<210> 13 
<211> 28 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for PCR 
<400> 13 

ggtaagctta tattgtttgc aactacct 

<210> 14 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for PCR 
<400> 14 

ggatcccatg tgacctaatg tttcatgtca 

<210> 15 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer for PCR 
<400> 15 

tggtattctt atattgtttg caactaacta 

<210> 16 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
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<220> 

<223> primer for PCR 
<400> 16 

ggaaggccat gtgacctaat gtttcatgtc a 31 

<210> 17 
<211> 10 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> motif sequence 



<400> 17 
atgcttgccc 
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